ing to mutant and wild type enhancers in the same electroporated embryo. Using the example of a Forkhead binding site, we will show that this approach allows detection of very limited changes in enhancer activity in a whole embryo and, in particular, makes
The lhx2 gene, encoding a Lim-homeodomain transcription factor, has been reported to act on the early patterning events of the telencephalic primordium. Precisely, in the medial and dorso-lateral wall of the telencephalon, Lhx2 cell-autonomously specifies hippocampal and cortical fate while repressing adjacent cell fates (Mangale et al., 2008) . Importantly, this selector gene activity is restricted to a very early critical period, before the onset of cortical neurogenesis. However, Lhx2 is continuously expressed throughout cortical neurogenesis by progenitors and also by some of their neuronal progeny that form the cortical plate, suggesting that Lhx2 plays critical roles at later stages as well. To address these issues, which could not be analyzed in Non-vertebrate models can also provide evolutionary insight and help fill the gaps between animals that exhibit extraordinary regenerative capabilities and those with more limited capabilities.
We chose to address the process of wound closure in the basal cnidarian, Nematostella vectensis, because it readily regenerates in lab, has a sequenced genome, and its phylogenetic position gives direct insight into bilaterian evolution.
We used multiple techniques, including: in situ hybridization, 
